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Figure 1 



Bc28 .2 MKGFFGIILSIIFVRAVSCTEDENRDSWEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 
Bc28 .1 MKGFFGI ILS 1 1 FVRAVSCTEDEKRD S WEGAT SVEASLKEQ IDWIiAERYS ADLTNKDT S 60 
★★a********************.***************** ******************* 

t 

Bc28 .2 KWNTEEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 
Bc28 . 1 KWNTDEKVKELLNEKAVGIESRLIiAIAKEFHKLKSVLCTGWETPAHVANRVSP 120 
****-*.***************************************************** 



Bc28 .2 LYVLPNTHRELSSLKNKIDEWKKVKASDNGTNVIKNIKDDRTNTWFVAHGFKVAELNDVT 180 
Bc28 . 1 LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

****. *********************; .**-**;**★********************** 

Bc2 8 . 2 IiEKIiATWKKLVS HKDMKY INKVMKKYF DRQKKE— AERLTKKAEKGMSGGKYKVKG Y — A 237 
Bc2 8 . 1 LEKIATVVNELVSHKDMIYINDAMKQWDKW 240 
********..******* ***^** : # * : : *** : ** ; * ; ** # * * ^* : * 

Bc2 8.2 APSTWML 244 ^ 

Bc28.1 GLSVISLLVAAVAWV 256 
* # * 
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Figure 2 



A8 MKGFFGIILSIIFVRAVSCTEDEKRDSWEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

BcB MKGFFGI ILS I IF VRAVSCTEDEKRD SVVEGAT SVEASLKEQIDWLAERYSADLTNKDTS 60 

34 . 01 MKGFFGI I LSI IFVRAVSCTEDEKRD TVVE GAT SVEASLKEQIDWLAERYSADLTNKDTS 60 

BcA MKGFFGI ILS I IFVRAVSCTEDEKRD SWEGATSVEASLKEQI DWLAERYS ADLTNKDTS 60 

Robin MKGFFGI ILS I IFVRAVSCTEDEKRD SWEGAT SVEASLKEQ I DWLAERYS ADLTNKDTS 60 

Castres MKGFFGI ILS I IFVRAVSCTEDEKRD SWEG AT SVEASLKEQIDWLAERYSADLTNKDTS 60 
**************************.********************************* 

A8 KWNTDEKVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 

BcB KWNTDEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 

34 . 01 KWNTNEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 

BcA KWNTDEKVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGWETPAHVANRVSPGDAIS 120 

Robin KV^TDEKVKELLNEKAVGIESRLIAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAI SM 120 

Castres KWNTDEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 
****.*.***************************************************** 

A8 LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

BcB LYVLSITHRELSSLKNKIDEWKKVKASDNGTNVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

34 . 01 LYVLS ITHRELS SLKNKIDEWKKVKASDNGTNVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

BcA LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

Robin LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

Castres LYVLS ITHRELS SLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

***************************- - ** . **************************** 

• • • 

A8 LEKIATVVNELVSHKDMIYINDAMKQWDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

BCB LEKLATWNELVS HNDMI Y I ND AMKQNVD KWTKEE S ERL AMMAEQG I S GAKGKKDGF S FA 240 

34 . 01 LEKVATWNELVS HNDMI YINDAMKQNVDKWNKE- SERLAMMAEQGI SGAKGKKDGF SFA 239 

BcA LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGI SGAKGKKDGFSFA 240 

Robin LEKLATVWELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGI SGAKGKKDGF SFA 240 

Castres LEKLATWNELVS HNDMI YINDAMKQNVDKWNKE- SERLAMMAEQGI SGAKGKKDGFSFA 239 

***.**********. ****************^** ************************* 



A8 GLSVISLLVAAVAVW 256 

BcB GLSVISLLVAAVAWL 256 

34.01 GLSVISLLVAAVAWL 255 

BcA GLSVISLLVAAVAVW 256 

Robin GLSVISLLVAAVAVW 256 

Castres GLSVISLLVAAVAWL 255 
***************. 



WO 2005/012343 



PCT/EP2004/051454 



3/19 



Figure 3 



5'UTR 

► Met 

Bc28 .2 AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 
Bc2 8 • 1 AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 
************************************************************ 

Fspe3 



Bc28 .2 CTTCGGAATTATTTTGTCTATTATTTTCGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
Bc28 . 1 CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
****************** ******** ******************************** 



Bc2 8 . 2 CAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
Bc28 .1 AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
*********************************************************** 

Bc2 8 . 2 CTGGC TCGC TGAACG T TAT TCCGCTGAC T TGAC TAAC AAAGAC AC T TCAAAATGGAATAC 240 
Bc2 8 . 1 C TGGCTCGC TGAACG T TATTCCGCTGAC TT GAC TAACAAAGACACTTCAAAATGGAAT AC 240 
************************************************************ 

Bc2 8 . 2 CGAAGAGCAGGTGAAGGAGCTGTTAAAT GAGAAGGC TGT TG GC AT AGAGTC TCGCCT TCT 300 
Bc2 8 . 1 CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 
*** *** **************** *********************************** 

Bc2 8 . 2 TGCCATTGCTAAGGAGTTCCACAAATTGAAGTCCGTTCTGTGCACCGGTGTCAACGAAAC 360 
Bc28 . 1 TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 
*************** ******************************** *********** 

Bc28 .2 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTTTACGTGCT 420 
Bc28 . 1 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTCTACGTGCT 420 
*************************************************** ******** 

BL3 _ 

Bc2 8 . 2 TCCTAACACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 
Bc2 8 . 1 T TCT ATC AC TCAC AGGGAAT TGTC TAGC CTTAAGAAT AAGATCGATGAATGGAAGAAGGT 480 
* *** ****************************************************** 

Bc2 8 . 2 CAAGGCATCTGACAATGGC ACCAATGTGATCAAAAATATCAAGGACGACAGGAC TAACAC 540 

Bc2 8 . 1 CAAGGCATCTGAAGATGGCACCAAAGTGATCCAAAATATCAAGGACGACAGGAC TAACAC 540 
************ **********.****** **************************** 

Cons3.1 

Bc28.2 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTG^GCTCAACGATGTAACCCTTGAGAAACT 600 
Bc2 8 . 1 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 
********************************************* ************** 

Bc2 8 . 2 TGCAACAGTGGTTAAAAAATTGGTGTCCCACAAAGATATGAAATACATTAACAAAGTTAT 660 
Bc2 8 . 1 TGCAACAGTGGTTAACGAATTGGTGTCCCACAAAGATATGATTTACATTAACGACGCT AT 660 
*************** ************************ ********* * * *** 

Bc2 8.2 ' GAAAAAAT ATTTT GAC AGGCAGAAAAAGGAGG CTGAAAGATTGACC AAAAAGGCCGA 717 

Bc2 8 . 1 GAAGCAAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 
*** ** * **** * ** ******* *********** *** * *** ** 



Bc28.2 
Bc28.1 



GAAGGGTATGTCTGGAGGTAAGTATAAGGTGAAAGGTTATGCAGCCCCCTCTACTTGGAT 777 
ACAGGGTATATCTGGAGCCAAGGGTAAGAAGGATGGATTCTCATTCGCCGGT-CTTAG-T 77 8 
******* ******* *** **** ***** ** * ** * *** * * 
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Rspe3G 

Stop M 

Bc2 8 . 2 GCTATGACCATGCATACAA GTTGCAACTAACAATTAACATTTTGAAGCCTG-TAC 831 

Bc2 8 . 1 GTCATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTC TAAGAGGT TAAGAAT GACT AT 838 
******** ** ** * *** * ** * ** 


Rspe4 Stop Rspe3C 



Bc28.2 
Bc28-1 



TCCTCAATGAGCTC 845 
TTGTGGGCGTAATG 852 
* * * * 
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Figure 4 

5'UTR Met 
»> 

AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 
AGTCGATACCTCCGAGAATAGTCTTATATTAATCTTGCCGCTATTCACAATGAAGGGTTT 6 0 
AGTCGAT ACC TCCGAGAATAGTC T TAT AT TAATC TCGCCGCTATTC AC AATGAAGGGT T T 60 
AGTCGATACCTCCGAGAATAGTCTTATATTAATCTTGCCGCTATTCACAATGAAGGGTTT 6 0 
AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 6 0 
AGTCGAT ACC TCCGAGAATAGTC TTGT AT TAATCCTGTCGCT AT TCACAATGAAGGGTTT 60 
************************* ******** * ********************** 

Fspe3 



CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
************************************************************ 

► 

A8 AAGGGATAGT GTCGTC GAGGGCGCTACGT C CGT TGAAGC CAGCTTAAAGGAGCAGAT CGA 180 

BcB AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

34.01 AAGGGATACTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
Castres AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
Robin AAGGGATAGT GTCGTC GAGGGCGCTACGT CCGT TGAAGCCAGC T TAAAGGAGCAGATC GA 180 
BcA AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 

******** *************************************************** 



A8 

BcB 

34.01 

Castres 

Robin 

BcA 



A8 

BcB 

34.01 

Castres 

Robin 

BcA 



A8 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

BcB C TGGC TCGC T GAACGT TAT TCCGCTGAC T T GACTAACAAAGACAC TTCAAAATGGAATAC 240 

34 . 01 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

Castres C TGGC TCGC TGAACGT TAT TCCGCTGAC T TGAC TAAC AAAGACAC T TCAAAATGGAATAC 240 

Robin CTGGCTCGC TGAACGT TAT TCC GCTGAC T TGACTAACAAAGACACT T C AAAATGGAAT AC 240 

BcA CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 
************************************************************ 



A8 CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

BcB CGACGAGCAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

34.01 CAACGAGCAGGTGAAGGAACTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

Castres CGACGAGCAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

Robin CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

BcA CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 
* ***** ********** ***************************************** 



A8 TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 

BcB TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 

34 .01 TGCCATTGCTAAGGAGTTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 

Castres TGCCATTGCTAAGGAGTTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 

Robin TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 

BcA TGCCATTGCTAAGGAATTCCACAAATTGAAGTCCGTTCTGTGCACCGGCGTCAACGAAAC 360 
*************** ******************************************** 



A8 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTCTACGTGCT 420 

BcB TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTTTACGTGCT 420 

34 . 01 TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGACGCCATCTCCATGCTTTACGTGCT 420 

Castres TCCCGCTCATGTCGCTAACAGGGTGTCACCCGGAGATGCCATCTCCATGCTTTACGTGCT 420 

Robin TCCCGCTCATGTCGCTAACAGGGTGTC ACCCGGAGACGCCATCTCCATGCTCTACGTGCT 420 

BcA TCCCGCTCATGTCGCTAACAGGGTGTC AC CCGGAGACGCCATCTCCATGCTCTACGTGCT 420 
************************************ ************** ******** 
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A8 T TCTATCAC TC AC AGGGAAT TGTCT AGCC TTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

BcB T TC TATCACTCACAGGGAATTGTCTAGCC TTAAGAATAAGAT CGATGAATGGAAGAAGGT 480 

34.01 T TC TATCAC TC AC AGGGAAT TGTC TAGCC T TAAGAATAAGAT CGATGAATGGAAGAAGGT 480 

Castres T TC TATCAC TC ACAGGGAAT TGT C TAGCC TTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

Robin T TC TATCAC TCACAGG GAAT TGTCTAGCC TT AAGAAT AAGATCGATGAATGGAAGAAGGT 480 

BcA T TC TATCAC TC AC AGGGAATTGTCTAGCCTTAAGAAT AAGATCGATGAATGGAAGAAGGT 480 
***************************************************** ******* 



A8 C AAGGCAT CTGAAGAT GGCACCAAAGT GATCC AAAAT ATCAAGGACGAC AGGACTAACAC 540 

BcB CAAGGCATCTGACAATGGCACCAATGTGATCCAAAATATC2UIGGACGACAGGACTAACAC 540 

34*01 CAAGGCATC TGACAATGGCACCAATGT GATCC AAAAT ATCAAGGACGAC AGGACTAACAC 540 

Castres CAAGGCATC TGAAGATGGCACCAAAGT GATCC AAAAT ATCAAGGACGACAGGACTAACAC 540 

Robin CAAGGCATC T GAAGAT GGCACCAAAGT GATCCAAAAT ATCAAGGACGACAGGACTAACAC 540 

BcA . CAAGGCATC TGAAGAT GGCACCAAAGT GATCC AAAATATCAAGGACGACAGGACTAACAC 540 
************ ********** *********************************** 

Cons3.1 
► 

A8 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 

BcB CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTAACCCTTGAGAAACT 600 

34.01 CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTAACCCTTGAGAAAGT 600 

Castres CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTAACCCTTGAGAAACT 600 

Robin CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 

BcA CTGGTTCGTTGCCCATGGATTCAAGGTAGCTGAGCTCAACGATGTCACCCTTGAGAAACT 600 

********************************************* ************ * 



A8 TGCAACAGTGGTTAACGAATTGGTGTCCCACAAAGATATGATTTACATTAACGACGCTAT 660 

BcB TGCAACAGTGGTTAACGAATTGGTGTCCCACAATGATATGATCTACATTAACGACGCTAT 660 

34.01 T GC AAC AGTGGTTAAC GAAT TGGTGTC CC AC AATGAT ATGAT C TACAT TAACGAC GC TAT 660 

Castres TGCAACAGTGGTTAACGAATTGGTGTCCCACAATGATATGATCTACATTAACGACGCTAT 660 

Robin T GCAACAGTGGTTAACGAATTGGTGTCCCACAAAGATATGAT TTACATTAACGACGCTAT 660 

BcA T GC AACAGTGGT TAAC GAATTGGTGTCCC AC AAAGATATGAT T TAG AT TAACGAC GC TAT 660 
********************************* ******** ***************** 



A8 GAAGCAAAACGTTGATAAATGGACCAAGGAGGAGTC T GAAAGAT TGGCC ATGATGGCTGA 720 

BcB GAAGC^AAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 

34.01 GAAGCAAAACGT TGATAAAT GGAACAAGGAG TCTGAAAGATTGGCCATGATGGCTGA 717 

Castres GAAGCAAAACGTTGATAAATGGAACAAGGAG TCTGAAAGATTGGCCATGATGGCTGA 717 

Robin GAAGCAAAACGT TGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 

BcA GAAGCAAAACGTTGATAAATGGACCAAGGAGGAGTCTGAAAGATTGGCCATGATGGCTGA 720 
*********************** ******* ************************** 



A8 ACAGGGTATATCTGGAGCCAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 7 80 

BcB ACAGGGTATATCTGGAGCAAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 780 

34.01 ACAGGGTATATCTGGAGCAAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 777 

Castres ACAGGGTATATCTGGAGCAAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 777 

Robin ACAGGGTATATCTGGAGCCAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 780 

BcA ACAGGGTATATCTGGAGCCAAGGGTAAGAAGGATGGATTCTCATTCGCCGGTCTTAGTGT 780 
****************** ***************************************** 



Rspe4 Stop Rspe3C 

< 4 

A8 CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTCTAAGAGGTTAAGGATGACTATTT 840 

BcB CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGCTCTAAGAGGTTAAGGATGACTATTT 840 

34 . 0 1 CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGCTCTAAGAGGTTAAGGATGACTATTT 837 
Castres CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGCTCTAAGAGGTTAAGGATGACTATTT 837 
Robin CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTCTAAGAGGTTAAGGATGACTATTT 84 0 
BcA CATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTCTAAGAGGTTAAGAATGACTATTT 840 

********************************** ************** ********** 
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Rspe3C 



A8 GTGGGCGTAATG 852 

BcB GTGGGCGTAATG 852 

34.01 GTGGGCGTAATG 849 

Castres GTGGGCGTAATG 849 

Robin GTGGGCGTAATG 852 

BcA GTGGGCGTAATG 852 
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Figure 5 
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Figure 6 

Cons3.1/Rspe3C Cons3.1/Rspe3G 



PCR H M PCR H M 




i n 

Fspe3/Rspe3C Fspe3/Rspe3G 



PCR H M PCR H M 




^ C °^ 1 ^ 

111 | | Gene Bc28.2 



Rspe3G 



WO 2005/012343 



PCT/EP2004/051454 



10/19 




WO 2005/012343 



PCT/EP2004/051454 



11/19 



Figure 8 



EcoKL HinflliinfMspl 
Fsce3 ^ ir WR§jae3G 

Bc28.2 — H h 1 — H • — w 31 

Bc28.1 r* 4 m — ■ i 1 — m 1 m — • 

Fspe3 Rspe3C 



A8 



34.01 



M^ol 



B 



_-H 

Fspe3 


M B — B 1-4 

Alul EcoRI 

H V 1 — M 


D — m 

b — m — 


1 — 

1 s — 


— H- 

— a-fi- 


Rspe3C 


=F~" — 

Fspe3 




— d — m — 


—4 B — 


M- 


Rspe3C 


Fspe3 

c Tsr — H — 


H 1— • H 

EcoRI 

H — 2—1 H 


a — u» — 


— b a — 


H- 


Rsp53C 



Fspe3 Rspe3C 



-H H 1 M 1 W- 



g ^ — H M 1— 1 M 1 H#» 

Fspe3 




EcpRl 

A8, Robin, _^ T a R§ge 3G 

Gignac, 34.01, p 3 '" " * ^ ^ 
Castres 



Rsjp3G 



c 



WO 2005/012343 



PCT/EP2004/051454 



12/19 




WO 2005/012343 



PCT/EP2004/051454 



13/19 



Figure 10 
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Figure 11 
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Figure 12 
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Figure 13 
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Figure 13 (continued) 
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Figure 14 
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